Genome sequence reveals that Pseudomonas fluorescens F113 possesses a large and diverse array of systems for rhizosphere function and host interaction by Redondo-Nieto, Miguel et al.
Title Genome sequence reveals that Pseudomonas fluorescens F113 possesses
a large and diverse array of systems for rhizosphere function and host
interaction
Author(s) Redondo-Nieto, Miguel; Barret, Matthieu; Morrissey, John P.;
Germaine, Kieran; Martínez-Granero, Francisco; Barahona, Emma;
Navazo, Ana; Sánchez-Contreras, María; Moynihan, Jennifer A.; Muriel,
Candela; Dowling, David; O'Gara, Fergal; Martín, Marta; Rivilla, Rafael
Publication date 2013-01-25
Original citation REDONDO-NIETO, M., BARRET, M., MORRISSEY, J.,
GERMAINE, K., MARTÍNEZ-GRANERO, F., BARAHONA, E.,
NAVAZO, A., SÁNCHEZ-CONTRERAS, M., MOYNIHAN, J. A.,
MURIEL, C., DOWLING, D., O’GARA, F., MARTÍN, M. &
RIVILLA, R. 2013. Genome sequence reveals that Pseudomonas
fluorescens F113 possesses a large and diverse array of systems for
rhizosphere function and host interaction. BMC Genomics, 14:54, 1-17.
Type of publication Article (peer-reviewed)
Link to publisher's
version
http://dx.doi.org/10.1186/1471-2164-14-54
Access to the full text of the published version may require a
subscription.
Rights © Redondo-Nieto et al.; licensee BioMed Central Ltd. 2013. This
article is published under license to BioMed Central Ltd. This is an
Open Access article distributed under the terms of the Creative
Commons Attribution License
(http://creativecommons.org/licenses/by/2.0), which permits
unrestricted use, distribution, and reproduction in any medium,
provided the original work is properly cited.
http://creativecommons.org/licenses/by/2.0
Item downloaded
from
http://hdl.handle.net/10468/2399
Downloaded on 2017-02-12T11:34:02Z
5815 5816 
stk1 stp1 
5817 5818 5819 5820 5821 5822 
icmF2 dotU2 tssk2 tssJ2 fha2 sfa2 
5823 
clpV2 tssG2 
5824 5825 5826 
tssF2 tssE2 iglB2 
5827 5828 5829 
iglA2 tssA2 
5830 5831 5832 5833 
vgrG2 
5785 5786 5787 5788 5789 5790 
tagQ tagR tagS tagT ppkA pppA 
5791 5792 5793 5794 5795 5796 
tagF icmF1 dotU1 tssK1 tssJ1 fha1 
5797 5798 5799 5800 5801 
tssA1 iglA1 iglB1 hcp1 
5802 5803 5804 5805 5806 
tssE1 tssF1 tssG1 vgrG1a clpV1 
5807 5808 
tssJ3 
2418 2419 
tssK3 dotU3 
2420 
icmF3 tssA3 
2421 2422 2408 2409 2411 
vgrG3 clpV3 tssG3 
2412 2413 2414 2415 
tssF3 tssE3 hcp3 
2410 2416 2417 
iglB3 iglA3 
